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The Supporting Information includes following items:
Page S3
Quantification of m 6 dA and hm 6 dA in genomic DNA.
Page S4  Table S1 . The mass spectrometry parameters for the analysis of nucleosides.
Page S5 Table S2 . Sequences of DNA used in the biochemical assay of ALKBH1-mediated formation of hm 6 dA in vitro.
Page S6 Table S3 . Page S9 Figure S3 . Evaluation of the stability of hm 6 dA.
Page S10 Figure S4 . The overall chromatograms for the detection of canonical nucleosides (dC, dG, T, and dA) as well as the m 6 dA and hm 6 dA.
Page S11 Figure S5 . Analysis of the prepared recombinant wild-type (WT) and mutant ALKBH1 proteins by SDS-PAGE.
Page S12 Figure S6 . Examination of the potential existence of m 6 dA and hm 6 dA from ALKBH1 and mutant ALKBH1 (D233A) proteins.
Page S13 Figure S7 . ALKBH1-mediated formation of hm 6 dA in vitro using single-stranded DNA and double-stranded DNA.
Page S14 Figure S8 . The overall chromatograms of dC, dG, T, dA, m Page S17 Figure S11 . Evaluation of the overexpression and siRNA knockdown of ALKBH1 gene.
Page S18 Figure S12 . (Table S3 in Supporting Information). are listed in Table S2 in Supporting Information. Two-side unpaired t-test was performed. * p < 0.05; ** p < 0.01. Western blot analysis of ALKBH1 protein levels upon overexpression and siRNA knockdown.
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Two-side unpaired t-test was performed. *** p < 0.001 (n = 3). 
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